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dT= 0.1 # sec
For 1 =0 ton
For j = i+l to n
E = E+k*(sqr(x(i,j)"2—-dT))
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"Constellation” of Systems Biology Tools

Ont. Link Ont. Link Tools:
ONTOLOGIES: Specifications: SemSim/SemGen
FMA MIRIAM Solvers:
MeSH ODE
GO User Interfaces: PDE
Uniprot Exchange Lang: | |jarac Stochastic
CL SBML TinkerCell Boolean
ChEBI CellML State Machine
MathML MatLab
FieldML CC3D Mathematica
OPB CHASTE
N (Mason)
OWL-RO Repositories:
BioModelsDB S T Tools
earc :
(CelIMLDE) Semantic Web PBPK
(BioModelsDB) ADME
KEGG Genbank Assay Results DBs
Pathways DBs SwissProt "Measured Values DB"
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A Particular Systems Biology Tools Set

Ont. Link Ont. Link Tools:
ONTOLOGIES: Specifications: SemGen/SemSim
FMA — MIRIAM — Solvers:
MeS% LODE
GO User Inw PDE
Uniprot ExchangeTang: Jarnac Stochastic
CL BML TinkerCell Boolean
ChEBI CellML State Machine
MathML MatLab
FieldML cc3D Mathematica
OPB CHASTE
. (Mason)
OWL-RO Repositories:
BiOMOdGISDB\ Search Tools:
(CeIMLDS) \ Semantic Web PBPK
(BioModelsDB) ADME
KEGG Genbank Assay Results DBs
Pathways DBs SwissProt "Measured Values DB"
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